Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.006 Å; R factor = 0.031; wR factor = 0.087; data-to-parameter ratio = 13.9.
Related literature
For similar dinuclear copper complexes see Lah et al. (2006) ; Shaikh et al. (2010) .
Experimental
Crystal data [ Refinement R[F 2 > 2(F 2 )] = 0.031 wR(F 2 ) = 0.087 S = 1.05 1388 reflections 100 parameters H-atom parameters constrained Á max = 0.84 e Å À3 Á min = À0.74 e Å À3 Table 1 Selected geometric parameters (Å , ).
2.3670 (6) Cu1-Cu1 i 3.0294 (9) O1 i -Cu1-O1 76.32 (12) Cu1 i -O1-Cu1 103.68 (12) Symmetry code: (i) Àx þ 2; Ày þ 2; Àz þ 2. Table 2 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis CCD (Oxford Diffraction, 2009); cell refinement: CrysAlis CCD; data reduction: CrysAlis RED (Oxford Diffraction, 2009 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg, 1999) ; software used to prepare material for publication: publCIF (Westrip, 2010) . Moreover, each dimeric unit is further extended through C-H···Br and C-H···O hydrogen bondings (Table 2) with the neighboring dimeric unit forming a one-dimensional-polymeric chains along a-axis (Fig. 2) .
A solution of hep-H (123 mg, 1.0 mmol) in 30 ml methanol was added to a 10 ml methanolic solution of CuBr 2 (223 mg, 1.0 mmol) and the resultant solution was stirred for 2 h at room temperature. The solution was then passed through filter paper (Whatman filter paper, 70 mm) in order to remove any unreacted materials. The filtrate was allowed to stand at room temperature for crystallization. On slow evaporation light blue single crystals of [Cu(µ-hep)Br] 2 were obtained after 10 days. M.P.:488-490 K. Yield: 82%. Anal. Calcd for C 14 H 16 Br 2 Cu 2 N 2 O 2 (Mr = 531.19): C, 31.66; H, 3.04; N, 5.27. Found: C, 31.30; H, 3.11; N, 5.67 .
Refinement
The hydrogen atoms were placed geometrically and treated as riding on their parent atoms, with C-H 0.95 (pyridyl), C-H Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
